
AML556

AML1012

Myeloid  differentiation

AML210A AML328 AML420B AML475

AML870

HSC

R
an

do
m

 fo
re

st
pr

ed
ic

tio
n 

sc
or

e

GMP

Mono
Promono

Prog

cDC
Cell cycle

HSC

R
an

do
m

 fo
re

st
pr

ed
ic

tio
n 

sc
or

e

R
an

do
m

 fo
re

st
pr

ed
ic

tio
n 

sc
or

e

GMP

Mono
Promono

Prog

cDC
Cell cycle

HSC

GMP

Mono
Promono

Prog

cDC
Cell cycle

Normal BM
(as in
Fig. 1E)

Density of
projected
malignant
cells

MUTZ3

Prediction
score

0 0.67

0 20 40 60

0
20

40
60

By flow (%)

By
 s

cR
N

A−
se

q 
(%

)

100 10 100 10
0

10

20

30

40

50

Number of cells plated per well

Po
sit

ive
 w

el
ls 

(o
ut

 o
f 4

8)

CD34+ CD14+

E

F

CD34+

CD14+

G0
93.1

G1
5.81

S-G2-M
0.42

0 50K 100K 150K 200K 250K

DAPI

0

103

104

105

106

Ki
67

G0
18.6

G1
51.5

S-G2-M
28.0

0 50K 100K 150K 200K 250K

DAPI

0

103

104

105

106

Ki
67

CD14+

15.9

CD34+

37.9

0 104 105 106

CD14

0

-103

103

104

105

C
D

34

7 13 25 46TCGA cluster

Clustering as in TCGA, NEJM 2013

Other cyt. abnormality
Complex cytogenetics

Normal karyotype
CBFB-MYH11

MLL translocation
RUNX1-RUNX1T1

PML-RARA

G
F
E
D
C
B
A

TP53
RUNX1
CEBPA

FLT3-TKD
FLT3-ITD

NPM1

M6/M7
M5
M4

M3 (APL)
M1/M2

M0

n.s.
P < 0.05
P < 0.001
P < 0.05
P < 0.01
P < 0.01
P < 0.001

P < 0.01
P < 0.05
n.s.
P < 0.05
n.s.
P < 0.001

P < 0.01
P < 0.001
P < 0.001
P < 0.001
P < 0.001
n.s.

179 samples

HSC-like

cDC-like

GMP-like

Monocyte-like

Promonocyte-like

Progenitor-like

r =  0.87

Figure S5, related to Figure 4 and 5

A

DC

B


